
/organism="Homo sapiens"
/mol_type="genomic DNA"
    /chromosome="7"
    /map="7q31.1"
    /gene="FOXP2"
          1 acagacatga aagctaaccg aggacttgag agactcaaac tggtgctttt gtctctctct
            61 ctctgtcttt ctctctctca cacacacact cacacactca cacacatgca cacacacaca
          121 tacacacaca caaaaatgaa gcacttactt tagaaagatt atggtaagca tgctggctca
              181 gtcttgaacc tttgtcaccc ctcacgttgc acaccaaaga cataccctag tgattaaatg
          241 ctgattttgt gtacgattgt ccacggacgc caaaacaatc acagagctgc ttgatttgtt
          301 ttaattacca gcacaaaatg ccatcagtct gggacgtgat cgggcagagg tgtactcaca
          361 gtagtgtaaa tactgctgta aatagttgtc tgatggtggc tttgacagtg agctagcttc
          421 tgagttttcc cttcttttta tactgttttc tgtgctggct tttttgaatc ttcctaattt
          481 ttcatctctt taacaaactc ctatgaagtt gaaaccggga agtttgctct aacatttcca
          541 gagaaggtac gttacttttt gctaagagaa tatctgtaag agtttagaga ggggtgggat
          601 tttacgattg ctttactggt agatttggca attgctttac tttttttttt ttctgagact
          661 gtagctcatt gaaatgaact agagcattgt atctgtttgc gagggaaaag ccgggagacc
          721 agacacagga actgtttttg atctgtcagt agcgtaatgt agatttaagc tatcactagt
          781 aaagacagca aataaagaag gcctcttttg tattaaaaaa aaatctgcaa gatcttgaga
          841 agaataaaga cagggttcct gctttcatgg tttgataata accatgtcat cttgctttta
          901 gtaaatgccc cagtatgtgt cagggcgcaa gtttttgaaa agggagtttg accacacgtt
          961 tgggtgcctc tctgtgccgt gctgtgtaga gcagatgttt attttgtgct aaaggggaaa
        1021 ctctttttgc taagcttgta caaacatgaa aggagtcagg gctcagatga tctttgtagt
        1081 tttatatgca tgttcatgat tttattaaaa attggttggt gggtcttttt caaatcactg
        1141 attgtgaaga aatatatata tttccaggaa tacacattgt gaattgatga gtaattttta
        1201 gaaactgcat tatatttctt caaataggtg tgatagttta atactcgtgt cagttaaaaa
        1261 ggtagcttgg ctgggctata aattaccatt tctgcacttt tcattctgtc tgcttcaaaa
        1321 aagcgtctca gaacctggga tcctattggg cccatcatag ggctacagta attgcctgat
        1381 gacaactgaa aatgatagaa taattgtcaa gagagacatt tttaatgggc aaggtgattt 

/col_xref="Cluster Centers"
    /type="alkaline"
    /colors=
         0 (5,3,5,0)       "ground_state"
         1 (10,70,75,2)    "speech_root"
         2 (85,90,0,0)     "foxp_2_resonance"
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